Description: Population-genetic library metadata, including library sequencing identifiers, public repository information and sequencing effort data for each of the re-sequenced genotypes used in the population genetic analysis.
Supplementary Data 3 Description: List of 1:1 orthologs, including the list of reciprocal best hit (RBH) orthologs, where the highest scoring HAL2-FIL2 protein blat hit matches the gene model of the FIL2-HAL2 protein blat hit. As a naming convention, these gene pairs are collapsed to their HAL2 gene identifier. Supplementary Data 10 Description: Transcription factor binding affinity. This file the gene-by-gene affinity of each of 35 transcription factors to the 2kb upstream region of each gene. For each TF, the affinity was scored by a discrete count.
